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Abstract: miRNA regulates the body’s ability to adapt to training stress; its regulating pattern affects aerobic en-
durance trainability. Circulating miRNA (c-miRNA) is closely related to miRNA; by analyzing differences in the
changing of sport adaptive c-miRNA expression of groups of people at different aerobic endurance trainability lev-
els, the authors can acquire the expression spectrum characteristics of c-miRNA sensitively correlative with training.
Results: induced by aerobic training stress, the phenotype with high trainability differentially expressed 17
c-miRNAs, 11 of which were up-regulated, 16 of which were down-regulated or steady, its regulating function
mainly involved with hypoxia adaptation pathway and the key gene expression of fatty acid B-oxidation metabolism.
Hint: aerobic endurance trainability difference is close related to the reactivity of the body’s hypoxia adaptation ability
and fatty acid B-oxidation energy supply ability to the induction function of aerobic training. miRNA regulates and in-
tegrates the body’s stress adaptive gene expression. C-miRNA differential expression spectrum can be used to evaluate

aerobic endurance trainability, and to predict aerobic ability development potential.
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